The late histone genes of the sea urchin Psarnnechinus miliaris can be classified as strictly embryonic, tissue-specific or somatic according to their expression in adult tissues (1). We have isolated a member of the H2B-1 gene family that differs from a late H2B-1 cDNA (2) by 7% nucleotide substitution (not shown).. The expression pattern of this gene is somatic, as its mRNA (like the other cross-hybridizing late H2B-1 mRNAs; panel A) accumulates at the hatching blastula stage and is still present in all four adult tissues tested. Its mRNA 5 1 end maps to the hexamer TCAGTT (panel B) which has been conserved as transcription initiation site among late histone genes (1). The promoter of the H2B-1 gene contains three elements that interact with sea urchin transcription factors (3); i.e. the TATA-box at position -30, an imperfect and a perfect copy of the octamer ATTTGCAT at -47 and -87 and an inverted CCAAT motif at -116. These promoter elements are characteristic for most eukaryotic H2B genes (4). Legend: 1) SI mapping of RNA from 124-cell blastula (B), hatching blastula (H), gastrula (G), pluteus (P) embryos and from intestine (I), lantern muscle (M), tubefeet (T), coelomocytes (C) with a 5' labelled H2B-1 DNA probe. II) Promoter and leader sequence of the late H2B-1 gene.
